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Abstract: Sweet potato virus disease ( SPVD) is one of the most important viral diseases of sweet potato. Previous studies

have documented that SPVD is formed by the co—infection of sweet potato feathery motile virus ( SPFMV) and sweet

potato chlorotic stunt virus ( SPCSV) . In this paper the biological characteristics detection methods genome structure

and genetic variation of SPFMV and SPCSV were reviewed which may provide a theoretical basis for elucidating the

mechanism as well as preventiing and controling mixed infection of various viruses.
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